The title compound, C 12 H 8 Cl 2 N 4 O, is non-planar, the dihedral angle formed between the pendant pyrazine and benzene rings being 12.55 (11) . An intramolecular N-HÁ Á ÁN hydrogen bond occurs. The amide groups self-associate via N-HÁ Á ÁO hydrogen bonding, forming supramolecular chains with base vector [101] , which are stabilized by C-HÁ Á ÁO contacts. C-HÁ Á ÁN interactions are formed orthogonal to the chains.
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The use of the EPSRC X-ray crystallographic service at the University of Southampton, England and the valuable assistance of the staff there is gratefully acknowledged. JLW acknowledges support from CAPES (Brazil) . (Barlin, 1982; Dolezal et al., 2002; Krinkova et al., 2002; Özdemir et al., 2009; Chaisson, et al., 2002; Gordin et al., 2000; de Souza et al., 2005) . We have studied the structures of Narylpyrazinecarboxamides (Wardell et al., 2008) and (pyrazinecarbonyl)hydrazones derived from mono-substituted-benzaldehydes (Baddeley et al., 2009) . We now report the structure of the title compound, (I).
The molecular structure of (I), Fig. 1 , features a planar central C5-N3-N4-C6 core (torsion angle = 176.7 (3)°), but twists are evident in the molecule as evidenced in the O1-C5-C1-N2 and N4-C6-C7-C8 torsion angles of 155.9 (3) and -163.6 (3) °, respectively. This is reflected in the dihedral angle of 12.55 (11) ° formed between the pendant pyrazine and benzene rings. The most prominent intermolecular interactions in the crystal structure involve the amide functionality so that a supramolecular chain mediated by N3-H···O1
i [see Table 1 for symmetry codes] interactions is formed, Fig. 2 and ii are formed orthogonal to the chains formed via hydrogen bonding, Table 1 . Globally, the molecules pack into layers, in the ac plane, and stack along the b direction via the hydrogen bonding as well π···π interactions [the ring centroid(N1, N2, C1-C4)···ring centroid(C7-C12) iii distance is 3.630 (2) Å with a dihedral angle of 3.28 (17)° for symmetry operation iii: Fig. 3 .
Experimental

Solutions of 2-[H 2 NN(H)C(=O)
]-pyrazine (0.10 mg, 0.72 mmol) in water (10 ml) and 2,6-dichlorobenzaldehyde (0.125 mg, 0.79 mmol) in ethanol (10 ml) were mixed and the reaction mixture was stirred at ambient temperature until TLC indicated reaction was complete. The solvent was removed under reduced pressure and the residue was washed with cold diethyl ether (30 ml) and recrystallized from ethanol, yield 70%, m.p. 467-469 K. The crystal used in the X-ray structure determination was grown from EtOH solution. 
Refinement
The N-and C-bound H atoms were geometrically placed (N-H = 0.88 Å and C-H = 0.95 Å) and refined as riding with U iso (H) = 1.2U eq (N, C). Owing to a large disparity between F o and F c , the 2 0 0 reflection was omitted in the final cycles of the refinement.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. 
N'-[(E)-2,6-Dichlorobenzylidene]pyrazine-2-carbohydrazide
Crystal data as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
